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Table S1: Primer sequence, amplicon sizes, and annealing temperature of the 16S rRNA gene 

 

gene Primer sequence (5′ to 3′) Amplicon 

size (bp) 

Annealing 

temperature 

Reference 

16S 

rRNA 

fD1 (forward: 5′-AGAGTTTGATCCTGGCTCAG-3′) 

 

 

1,500 

 

60°C 

 

[1] 

rP2 (reverse: 5′-ACGGCTACCTTGTTACGACTT-3′) 
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